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1 ATGCTGTTCCGCGCCCGGGGGCCGGTACGGGGCA6GGGCTGGGGGCGGCCGGCGGAGGCT 60 _ 

1MLFRARGPVRGRGWGRPAEA 20 

6 1 CCCCGCCGCGGGCGCTCGCCGCCCTGGAGCCCCGCCTGGATTTGCTGCTGGGCGCTCGCC 120 

21PRRGRSPPWSPA8ICCWALA 40 

* > > • i i 

121 GGCTGCCAGGCGGCCTGGGCTGGGGACCTGCCCTCCTCCTCCAGCCGCCCGCTTCCTCCT 1 8 0 

I* 41 G C 0 A A U A G D L ? S S S S R ? L P P 60 

««»•»* 

5 181 TGCCAGGAGAAAGATTATCACTTTGAATATACGGAATGTGATAGCAGTGGCTCCAGGTGG 240 

/ * 

m ' 61 C Q S K D Y H F E Y T- S C D S S G S R W 80 

£ . * -v 

* » 

" n t t < 4 t » 

f 241 AGAGTTGCCATTCCAAATTCTGCAGTGGACTGCTCTGGCCTGCCTGACCCAGTGAGAGGC 300 

o 81 R V A r P J S A V D C S G L P D P V R G 100 

2 ^’ * 

2 * : 

s - 

JRljSa * ♦ » * ♦ » 

W 301 AAAGAATGCACTTTCTCCTGTGCTTCTC-GAGAGTATCTAGAAATGAAGAACCAGGTATGC 360 

5 101KECTFSCASGEYLE14KNQVC 120 

«*!•»* 

361 AGTAAGTGTGGTGMGGCACCTATTCCTTGGGCAGTGGCATCAAATTTGATGMTGGGAT 420 

121SKCGEGTYSLGSGIKFDEHD 140 

* * i » * * 

421 GAAT'TGCCGGCAGGATTTTCTAACATCGCAACATTCATGGACACTGTGGTGGGCCCTTCT 480 

141ELPAGFSKIATFMDTVVGPS 160 

l ♦ i • • • 

481 GACAGCAGGCCAGACGGCTGTAACAACTCTTCTTGGATCCCTCGTGGAAACTACATAGAA 540 

161 D S R P D G C S' N 3 S W I P R G N Y I E 180 

t » i » • 1 

541 TCTAATCGTGATGACTGCACGC-TGTCTTTGATCTATGCTGTGCACCTTAAGAAGTCAGGC 600 

181SNRDDCTVSLIYAVRLKKSG 200 

* » » * • 1 

601 TATGTCTTCTTTGAGTACCAGTATGTCGACAACAACATCTTCTTTGAGTTCTTTATTCAA- 660 

- 201 Y V F F E- Y Q Y V D N M I F F E F F I Q 220 

FIG. 1A 
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6 6 1 AATGATCAGTGCCAGGAGATGGACACCACCACTGACAAGTGGGTAAAACTTACAQACMT 7 2 0 

221HDQCQEMDTTTDKITVKLTDN 240 

*»!•«* 

721 GGAGAATGGGGCTCTCATTCTGTMTGCTGMATCAGGCACAMCATACTCTACTGGAGA 780 .. 
241GEffGSHSVM'LKSGfHILY»R 250 

781 ACTACAGGCATCCTTATC-GGTTCTAAGGCGGTCAAGCCTGTGCTGGTAAAAAATATCACA 840 

261 -TTGILMGSKAVKPVLV KBIT 280 

841 ATTGAAGGGGTGGCGT AC AC ATC AGAATGTTTTC C TTGCAAGC C AGGCACATTCAGC AAC 900 

281 I E G V A Y T 3 E- C F P C K P G T F S N 300 

9 0 1 AAACCAGGTTCATTCAACTGCCAGGTGTGTCCCAGAAACACCTATTCTGAGAAAGGAGCC 9 6 0 
301KPGSPNCQVCP'RBTYSEKGA 320 

961 AAAGAATGTATAAGGTGTAAAGACGACTCTCAATTTTCAGGATCCAGTGAGTGTACAGAG 1020 
321KECIRCKD-DSQFSGSSECTE 340 

« 4 f • * # 

1021 CGCCCTCCCTGTACCACAAMGACTATTTCCAGATCCATACTCCATGTGATGAAGAAGGA 1080 
341RPPCTTKDYFQIHTPCDEEG 360 

,»»»»* 

1081 MGACACAGATAATGTACAAGTGGATAGAGCCCAAAATCTGCCGGGAGGATCTCACAGAT 1140 
361 K T 0 I K I K » I E P K I C R E D L T D 380 

1141 GCTATTAGATTGCCCCCTTCTGGAGAGAAGAAGGATTGTCCGCCTTGCAACCCTGGATTT 1200 
381 A I R L P P S G E K K D C P P C N P G F' 400 

t I f < ■ » 

1201 TATMCAATGGATCATCTTCTTGCCATCCCTGTCCTCCTGGAACATTTTCAGATGGAACC 1260 
401YNNGSSSCHP.CPPGTFSDGT 420 

1 • * • • • 

1261 AAAGMTGTAGACCATGTCCAGCAGGAACGGAGCCTGCACTTGGCTTTGAATATAAATGG 1320 
421RECRPCPAGTEPALGFEYKS? 440 
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1321 TGGAATGTCCTTCCTGGCAACATGAAMCTTCCTGCTTCMTGTTGGGAATTCMAGTGC 1380 

441 WN'VLPGNM'KTSCFSVGNSKC 480 

♦ # I * i » 

1381 GATGGMTGAATGGTTGGGAGGTGGCTGGAGATCATATCCAGAGTGGGGCTGGAGGTTCT 1440 

461DGMHGREVAGDHIQSGAGGS 430 

t 9 • * « « 

1441 GACAATGATTACCTGATCTTAMCTTGCATATCCCAGGATTTAAACCACCMCATCTATG 1500 

481 D N D Y L I L N L H I P G F K P P T S N 500 

» i i » • * 

1501 ACTGGAGCCACGGGTTCTGAACTAGGAAGAATAACATTTGTCTTTGAGACCCTCTGTTCA 1560 

501TGATGS&LGRITPVFETLCS 520 

s' 

< i « « * * 

1561 GCTGACTGTGTTTTGTACTTCATGGTGGATATTAATAGAAAAAGTACAMTGTGGTAGM 1520 

521 A D C V L Y F M V D I N R K S T N V V E 540 

1621 TCGTGGGGTGGMC CMAGAAAMC AAGCTTACACC CATATCATCTTCAAGAATGCMCT 1580 

541SBGGTKEKQAYTHIIFKHAT 560 

1681 TTTACATTTACATGGGCATTCCAGAGAACTAATCAGGGTCAAGATAATAGACGGTTCATC 1740 

561FTFTWAFORTHQGQDNRRFI 580 

■\ 

» » i i 4 * 

1741 AATGACATGGTGMGATTTATTCTATCACAGCCACTAATGCAGTTGATGGGGTGGCGTCC 1800 

581NDMVKIYSITATNAVDGVAS 600 

l, i • i * • 

1301 TCATGCCGTGCCTGTGCCCTCGGTTCTGAACAGTCGGGTTCATCGTGTGTCCCCTGCCCT 1860 

6Q1SCRACALGSEQSGSSCVPCP 620 

% J i * « • 

1861 CCAGGCCACTACATTGAGAAAGAAACCAACCAGTGCAAGGAATGTCCACCTGACACCTAC 1920 

621- PGHYIEKETNOCKECPPDTY 640 

» » » t • » 

1921 CTGTCCATACATCAGGTCTATGGCAAAGAGGCTTGTATTCCATGCGGGCCTGGGAGTAAA 
641LSIHQVYGKEACIPCGPGSK 

FIG. 1C 
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1931 



66 



AT 2040 



1NKQDHSVCYSDCFFYHEKEN 630 



2041 

6810ILHYDFS2ILSSVGSLMNGP 700 



2101 AGCTTCACCTCCMGGMCAAAATACTTCCATTTCTTCMTATCAGTTTATGTGGGCAT 2160 
7Q1SFTSKGTKYFHFFHISLCGH 720 



2161 GAGGGGAAGAAGATGGCTCTCTGTACC 
721 E'G KKMAIiCTHN I T D FTVK.E I 



2220 

740 



2221 GTGGCAGGGTCAGATGATTACACAAATTTGGTAGGGGCATTTGTATGCCAG’ICAACAATT 2280 
741VAGSDDYTHLVGAFVCQSTI 760 



2281 ATTCCTTCTGAAAGTAAGGGTTTCCGAGCAGCCTTATCATCACAATCCATCATTCTGGCA 2340 

761 I P S E S K G F R A A L S S Q S I I L A 78Q 

i i i » * • 

2341 GATACATTCATAGGAGTCACAGTTGAAACCACATTGAAAAATATTAATATAAAAGAAGAT 2400 

781D.TFIGVTVETTLKNINIKED 800 



2401 ATGTTCCCAGTTCCAACAAGCCAAATACCAGATGTGCATTTCTTTTATAAGTCTTCTACA 2460 
801 M F P V P T 8 Q I P D V H F F Y K S S T 820 



2461 GCMCAACATCTTGTATTAATGGCCGATCAACTGCTGTGAAAATGAGGTGTAATCCTACT 2520 
821ATTSCIHGRSTAVKMRCHPT 840 



2521 AAATCTGGAC-CAGGAGTGATTTCAGTCCCCAGCAAGTGCCCAGCAGGTACCTGTGATGGG 2580 
841KSGAGVISVPSXCPAGTCDG 860 



2581 

861CTFYFL»ESAEACPLCTEHD 

FIG. ID 
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2641 TTCCATGAGATTGAGGGAGCCTGCMGAGAGGATTTCAGGAAACCTTGTATGTGTGGAAT 2700 
881 F H E I E G A C K R G F Q E T L Y V W N 900 



2701 

901EPKWCIKGISLPEKKLATCE 



2760 

920 






2761 A.CGGTTGACTTTTGGCTGMGGTGGGAGCCGGTGTGGGAGCTTTTACTGC.CGTTTTGCTG 2820 

921TVDFHLKVGAGVGAFTAVLL 940 

i i • i • 1 

2821 GTGGCTCTGACCTGCTACTTCTGGAAAMGAATCMAAGMIMGAAGACCATTTTGMT 2880 

941VALTCYFHKKNQKKKKTILH 960 









* 



2881 
961 L F N * 



1J TC( 



2940 

964 



'W’ig? 



2941 GACTAATGMCAMGAAACCTGCTCTAGTTTTACAGGACCATATTTTAGGGTCTGTCCTC 3000 



3001 ATACCTGTCACATTGGTGATCTCACAGAGGAGGGCCATGCCGCTGAAAAGGGAAGGAGAT 3060 



3061 TGAAACATTTGATTGCCTTATCACATGGTCMGTACCTTGCCAAATAAAGGAAAGCAAAT 3120 



3121 GATTTGGGTCTCAACTGAAGATGAAGCTCAACTCAGGAAGAGATTTATCTGTATATACAC 3180 



3181 ATAACTGAAAACCMGTTTAAGCCCACCMTGCACTGCTGATGCATGCCATAT.AATTMT 3240 



3241 GGGTAACTTTTATTCTTTATGATGTCTACATAACAAGTGTGATTTGGMGGCACATGTGA 3300 



3301 GCATATGCATTATGATCCAiTTTATGTTTTTTCTTTGTTTATATTTTGGGGAAAATTAAA 3360 



3361 ATTTmTAAGGTAAAAAmAAAAAAAAA 3390 
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■ 1 ATGCTGTTCCGCGCCCGGGGGCCGGTACGGGGCAGGGGCTC-GGGGCGGCCGGCGGAGGCT 60 

IMLFRARGP’-VRGRGiGRPASA 20 

< 

> t t * i I 

61 CCCCC-CCGCGGGCGCTCGCCGCCCTGGAGCCCCGCCTGGATTTGCTGCTGGGCGCTCGCC 120 

f 

21 P R R G R S P p H S P A ff I C C if A L A 40 

i ) ( t t « 

121 GGCTGCCAGGCGGCCTGGGCTGGGGACCTGCCCTCCTCCTCCAGCCGCCCGCTTCCTCCT 180 

41 G C 0 A A W A G D L P S S S S R P L P P 60 

i i 

131 TGCCAGGAGAAAGATTATCACTTTGMTATACGGMTGTGATAGCAGTGGCTCCAGGTGG 240 

61COEKDYHFEYTECDSSGSR8 80 

s 

1 # ( 4 • * * 

2 4 1 AGAGTTGCCATT CC AAATTCTGCAGTGGACTGCTCTGGC C TGC CTG AC CC AGTGAGAGGC 3 0 0 

81RVA1PNSA-;VDCSGLPDPVRG 100 

1 t ♦ - • i ► 

3 0 1 AAAGAATGCACTTTCTCCTGTGCTTCTGGAGAGTATCTAGAAATGAAGAACCAGGTATGC 3 6 0 

101 K E C T F S C A . S G E Y L E M K H Q V C 120 

J 

f » « » » » 

3 6 1 AGTAAGTGTGGTGAAGGCACCTATTCCTTGGGCAGTGGCATCAAATTTGATGAATGGGAT 4 2 0 

121 S KCGEGTY.SLGSGI RFDEWD 140 

t J 

4 » ' i * ► 1 

421 GAATTGCCGGCAGGATTTTCTAACATCGCAACATTCATGGACACTGTGGTGGGCCCTTCT 430 

141ELPAGPSNIATFMDTVVGPS 160 

> 

t 4 » 4 * * 

4 8 1 GACAGCAGGCCAGACGGCTGTAACAACTCTTCTTGGATCCCTCGTGGAAACTACATAGAA 5 4 0 

lGlDSRPDGCSHSSHIPRGNYIE 180 

> i ^ » * • * 

i 

5 4 1 TCTAATCGTGATGACTGCACGGTGTCTTTGATCTATGCTGTGCACCTTMGAAGTCAGGC 6 0 0 

181SNRDDCTVSLIYAVHLKKSG 200 

« l » < • » 

6 0 1 TATGTCTTCTTTGAGTACCAGTATGTCGACAACAACATCTTCTTTGAGTTCTTTATTCAA 6 6 0 

201 Y V F F' E Y Q Y V D N H I F F E F F I Q 220 

y 

4 « » * » ► 

661 AATGATCAGTGCCAGC-AGATGGACACCACCACTGACAAGTGGGTAAAACTTACAGACAAT 720 

221 N D 0 C Q E M D-T T T D K i V K L T D M 240 
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721 GGAGAATGGGGCTCTCATTCTGTAATGCTGAMTCAGGCACMACATACTCTACTGGAGA 780 
241GEWGSHSVJ4LKSGTMILYWR 260 



78 1 ACTACAGGCATCCTTATGGGTTCTMGGCGGTCMGCCTGTGCTGGTMAAMTATCACA 840 
261TTGILMGSKAVKPVLVKNIT 280 



8 4 1 ATTGAAGGGGTGGCGTACACAfCAGAATGTTTTCCTTGCAAGCCAGGCACATTCAGCAAC 9 0 0 
281IEGVAYTSECFPCKPGTFSN 300 






5 $ 5 
•wTlR? 



■f S 5 



? * ? 






m 



/ J c 



901 AAACCAGGTTCATTCAACTGCCAGGTGTGTCCCAGAAACACCTATTCTGAGAAAGGAGCC 960 

301 K P G S P N C Q' C P R B T Y S E K G A • 320 

# » * # * f 

961 AAAGAATGTATAAGGTGTAMGACGACTCTCAATTTTCAGGATCCAGTGAGTGTACAGAG 1020 

321 K E C I R C K D D S 0 F S G S S-E C T E 340 

x . K ' » • * * 

1021 CGCCCTCCCTGTACCACAAAAGAGTATTTCCAGATCCATACTCCATGTGATGAAGAAGGA 1080 

341RPP-CTTKDYFQIHTPCDEEG 360 



1081 AAGACACAGATAATGTACAAGTGGATAGAGCCCAAAATCTGCCGGGAGGATCTCACAGAT 1140 

361KTQIMYK8ISPKICRSDLTD 380 

» i • ♦ • * 

1141 GCTATTAGATTGCCCCCTTCTGGAGAGAAGAAGGATTGTCCGCCTTGCAACCCTGGATTT 1200 

381AIRLPPSGEKKDCPPCJPGF 400 

II I I » * 

1201 . TATAACAATGGATCATCTTCTTGCCATCCCTGTCCTCCTGGAACATTTTCAGATGGAACC 1260 

401YKHGSSSCHPCPPGTFSDGT 420 



1261 AAAGAATGTAGACCATGTCCAGCAGGAACGGAGCCTGCACTTGGCTTTGAATATAAATGG 1320 

421 KE'CRPCPAGTE PALGFEYKW 440 



1321 TGGAATGT CCTTCCTGGC AACA.TG AAAACTTC CTGCTTCMTGTTGGGAATTCAAAGTGC 1 3 80 

441 WNVL’PGNMKTS C FHVGHS KC 460 



nn 

‘JVJ 



1381 GAT 

461 D G M S G K S V ,A GDHIQSGA.GGS 



1440 

480 
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1441 GACMTGATTACCTC-ATCTTAMCTTGCATATCCCAGGATTTMACCACCMCATCTATG 1500 
481DNDYLILNLHIPGFKPPTSM 500 

«f I I • • 

1501 ACTGGAGCCACGGGTTCTGMCTAGGAAGMTMCATTTGTCTTTGAGACCCTCTGTTCA 1560 
501TGATGSELGRITFVFETLCS 520 

• * i • • • • 

, !• 

1551 GCTGACTGTGTTTTGTACTTCATGGTGGATATTMTAGAAAAAGTACAAATGTGGTAGAA 1620 
521 A D C V L Y F M V -D I N R K 5 T S V V S 540 

, , j » » » » 

1621 TCGTGGGGTGGAACCAAAGAAAAACAAGCTTACACCCATATCATCTTCAAGAATGCAACT 1680 

t 

541SWGGTKEKQAYTHI IFKHAT 560 

168 1 TTTACATTTACATGGGCATTCCA.GAGAACTAATCAGGGTCAAGATAATAGACGGTTCATC 1740 
561 F T F T R A F Q - ; R T H Q G Q D E R R F I 580 

. • , » * • • 

1741 AATGACATGGTGAAGATTTATTCTATCACAGCCACTAA'TGCAGTTGATGGGGTGGCGTCC 1800 

5R1NDMVKIYS ITATHAVDGVAS 500 

- > 

• > . » • 

1801 TCATGCCGTGCCTGTGCCCTCGGTTCTGAACAGTCGGGTTCATCGTGTGTCCCCTGCCCT 1860 
601 S C R A C A L G S E Q S -G S S C V P C P 620 

i > • * • ■ 

1861 CCAGGCCACTACATTGAGAAAGAAACCAACCAGTGCAAGGAATGTCCACCTGACACCTAC ■ 1920 

621PGHYIEKETSQCKECPPD-TY 640 

I * » * * • 

1921 CTGTCCATACATQGGTCTATGGCAAAGAGGCTTGTATTCCATGCGGGCCTGGGAGTAAA 1980 
641LSIHQVYGKEACIPCGPGSK 660 

■ * i i • * 

1981 AACAATCAGGACCATTCGGT’ISGCTATAGTGACTGCTTTTTCTACCATGAAAAAGAAAAT 2 04 0 
661NNQDffSV£YSDCFFYHEKEN 680 

> « « • » • 

2041 CAGATTTTGCACTATGACTTTAGCAACCTCAGCAGTGTGGGCTCATTAATGAATGGCCCC 2100 
6810ILHYDF3NLSSVGSLMHGP 700 

m 

«■ 

» t » ♦ • * 

2101 AGCTTCACCTCCAAAGGMCMMTACTTCCATTTCTTCAATATCAGTTTATGTGGGCAT 2160 
701 S F T S K G T IJ F H F F N I S L C G H 720 

F1G.4C 



mi 
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2151 GAGGGGMGAAGATGGCTCTCTGTACCMCMTATMCAGACTTTACAGTAAAAGAAAT.A 2220 
721SGKKMALCTNNITDFTVKEI 740 



2221 GTGGCAGGGTCAGATGATTACACMATTTGGTAGGGGCATTTGTATGCCAGTCMCM' 
741 VAGSDDYTNLVGAF’VCOSTI 



2280 



2281 ATTCCTTCTGAAAGTAAGGGTTTCCGAGCAGCCTTATCATCACAATCCATCATTCTGGCA 2340 

761 I P S E S K G F R A A L S S Q S M L A 780 

• » i * « • * 

2341 GATACATTCATAGGAGTCACAGTTGAAACCACATTGAAAAATATTAATATAAAAGAAGAT 2400 

781 DT F IGVTVB.TTLKN I H I KSD 800 

t » J i « * * 

✓ 

2401 ATGTTCCCAGTTCCAACAAGCGAAATACCAGATGTGCATTTCTTTTATAAGTCTTCTACA 2460 

801MFPVPTSQIPDVHFFYKSST 820 

t » ’ • * « » 

2461 GCAACAACATCTTGTATTAATGGCCGATCAACTGCTGTGAAAATGAGGTGTAA1CGTACT 2520 

821 A -T T S C I N G ■ R S T A V K M R C N P T 84Q 

• > » « * 

2521 AAATCTGGAGCAGGAGTGATTTCAGTCCCCAGCAAGTGCCCAGCAGGTACCTGTGATGGG 2580 

841KSGAGVI3VPSKCPAGTCDG 860 

» # - t i t » 

2581 TGTACGTTCTATTTCCTGTGGGAGAGTGCTGAAGCTTGCCCTCTGTGTACGGAGCATGAC 2640 

861 C T F Y F L W E S A E A C P L C T E H D 880 



2641 TTCCATGAGATTGAGGGAGCCTGCAAGAGAGGATTTCAGGAAACCTTGTATGTGTGGAAT 2700 
881FHEIEGACKRGFO&TLYVWN 900 



2701 



EPKHCIKGISLPEKKLATCE 



2760 

920 



2761 ACGGTTGACTTTTQGCTGMQGTGGGAGCCGGTGTGGGAGCTTTTACTGCCGTTTTGCTG 2320 
921 T V D F ff L K ; 'V G A G V G A F T A V L L 940 



2821 GTGGCTCTGACGTGCTACTTCTGGAAAMGMTCAAMJ4CTGGMTACAAATA.TT( 
941 V A L T C Y F if K K N Q K L E Y K Y S 

FIG. 4D 
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2881 TTAGTMTGACGACTMCTCAMAGAGTGTGMCTCCCGGCTGCAGACAGTTGTGCTATC 
961LVMTTSSKECSLPAADSCAI 




981 M E G E D N E g ■ E V V I S N K Q S L L G 



1001 KLKSLATKEKEDHFESVQLK 

. . • * * • 
3061 ACCTCAAGATCCCCAMTATATGAAGAGACAC-TGCTGTAGCCTTGAGACTAATGAACAAA 
1021 T S R S P N I * 




3361 AGTTTAAGCCCACCAATGCACIGCTGATGCATGCCATATAATTAATGGGTAACTTTTATT 



3421 CTTTATGATGTCTACATAACAAGTGTGATTTGGAAGGCACATGTGAGCATATGCATTATG 

» » » ♦ * 1 
3481 ATCCAATTTATGTTTTTTCTTTGTTTATAT'TTTGGGGAAAATTAAAATTTTTTTAAGGTA 

♦ 

3541 AAAAAAAAAAAAAAAA 3556 



2940 

980 

3000 

1000 

3060 

1020 

3120 

1028 

3180 

3240 

3300 

3360 

3420 

3480 

3540 
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MLFRARGPVRGRGWGRPAEAPRRGRSPPWSPAWICCWALA SEQ ID 2 



41 GCQAAWAGDLPSSSSRPLPFCQEKDYHFEYTECDSSGSRW SEQID2 
1 



81 RVAIPNSAVDCSGLPDPVRGKECTFSCASGEYLE 
1 



SEQ ID 2 



MKUQ7C 
MKNQV CKaaWO 



SEQ ID 2 



SKCGEGT1SL6SGIKFDEWDEL.PAGFSJIATFMDTVVGPS 
SKCGEGTYSLGSGIKFDEWDELPAGFSNXATFMDirWGPS 



SEQ ID 2 



DSRPDGCHHSSWIfRSNIIESHRDDCIVSLIiJlVHIiKKSG 

DSRPDGCHNSSWIPRGNYIESNRDDCTV SHIYA7B1KKS G Baa^m 



SEQ ID 2 



YVFFEYQYVDNNIFFEFFIQNDQCQEMDTTTDKWVKLTDN 
Y7FF EYQYVDlTWIFFEFFIQNDQCQEMD'rTTD'KWVKLTDN teaWP: 




SEQ ID 2 



GEWGSHSVMLKS GT NILYWRTTGILMGSKAVKP VL VKNI T 
GEWGSHSVMLKSGTNILYWRTTGILMGSKAVKPVLVKNI T HaaHi 




SEQ ID 2 



IEGVAYTSECFPCKPGTFSNKPGSFNCQVCPRNTYSEKGA 
IEGVAYTSECFPCKPGTFSNKPGSFNCQVCPR M T Y S E K G AgiSMlS 




KECIRCKDDSQFS 

KECIRCKDDSQFS 



SEQ ID 2 



E E 



GSSECTKRPPCTTKDYFQIHTPCD E 
GSSECTERPPCTIKDYFQIHTPCDE EgE 





SEQ ID 2 



EGKTQIMYKWIEPKICREDLTDAIRLPPSGEKKDCPPCNP 
EGKTQIMYKWIEPKICREDLTDAI RLPPSGEKKDCPPCHP ■»»:««»: 





551 GFYNNGSSSCHPCPPGTFSDGTKECRPCPAGTEPALGFEY 
GFYNNGSSSCHPCPPGTFSDGTKECRPCPAGTEPALGFEY 



SEQ ID 2 



SEQ ID 2 



KWWHVLPGNEKTSCFNVGflSKCDGMIIGW E V AGDHIQSGAG 
KWWHVLPGNMKT SCF NVGNSKCDGMNGWEVAG D H IQSGA GES 



SEQ ID 2 



GSDNDYLXL.1TLHIPGFKPPTSMTGATGSELGR IT F V F E T L 
GSDNDYLILNLHIPGFKPPTSMTGATGSE LG RITFVFET LESS 



FIG. 6A 

























20 



• £ 



SEQ ID 2 



CSADCVL.FFKV'DirrRKSTNVVESWGGTKEKQAFTHIIFKN 
TOMr S A D C VX. Y F M V D I N R K S T N V V ET S WG GTKEK Q A FT IT I X 




ATFTFTW 
ATF TFT W 


A F Q 
G I P 


! R 

LB 









TNQGQDNRRFINDMVKIx SITATNAVDGV SEQ ID 2 



599 ASSCRACALGSEQSGSSCVPCPPGHYIEKETNQCKECPPD SEQ ID 2 



639 TYLSIHQVYGKEACIPCGPGSKNNQDHSVCYSDCFFYHEK SEQ ID 2 



< « '• 



i ! 



679 ENQILHYDFSNLSSVG SM M N 



.0 72 



SFTSKGTKYFHFFNISLC SEQ ID 2 



719 GHEGKKMALCTNNITDFTVKEIVAGSDDYTNDVGAFVCQS SEQ ID 2 



TI IPSESKGFRAALSSQS IILADTFIGVTVETTLKNINIK SEQ ID 2 




860 8‘ 
r 



839 PTKSGAGVISVPSKCPAGTCDGCTFYFLWESAEACPLCTE SEQ ID 2 




919 CETVDFWLKVGAGVGAFTAVLLVALTCYFWKKNQKKKKTI SEQ ID 2 
464 SEC10 



959 LNLFN 
464 



SEQ ID 2 
SEC10 



Decoration 'Decoration #l r : Shade (with solid black) residues that match the consensus 
named ' Consensus #1 1 exactly . 
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MLFRARGPVRGRGWGRPAEAPRRGRSPPWSPAWICCWALA SEQ ID 4 



GCQAAWAGDL-PSSSSRPLPPCQEKDYHFEYTECDSSGSRW SEQ ID 4 



RVAIPNSAVDCSGLPDPVRGKECTFSCASGEYLE 



SEQ ID 4 



MKNQVC 
MKNQ V C WWMV. 



SEQ ID 4 



SKCGESItSIiGSGIKFDEWDEnPAGFSlSriaiFM.DTVVGBS 
SKCGErGTrSLGSGIKFDEWDELPaGPSNrATFMDTVVGP SE3E 



SEQ ID 4 



DSRPDGCNITSSflPRGNYIESHRDDCTVSIiIIAVHIiKKSG 
DSRPDGCMNSSWIPRGKYrESNRDDCTVSLXYAVHLKKS Gm*mu 



SEQ ID 4 



nm yvffeyqyvdnhiffeffiqndqcqemdtitdkwvkiidn 

YVFFEYQYVDNNIFFEFFIQNDQCQ EMDTTTDKWVKLT D NB 



III 241 



SEQ ID 4 



GEWGSHSVMLKSGTHIIiYWHITGXLMGSKlTKPVLVKHII 
G E W G S H S V M L K S G T N r L Y W R T T G I L M G S K A V K P V L V K W I TKaMW 



SEQ ID 4 



XEGVAYISECFPCKPGIFSNKPGSFHCQVCPRNTYSEKGA 
rEGVATTSBCPPCKPSTFSNKPGSPMC'QV.CPRNTYSEKG ARM 




KECIRCKDDSQFS 

KECXRCKDDSQFS 




SEQ ID 4 



GSSECIERPPCTTKDYFQXHTPCDE 
GSSECXERPPC T TJCD Y FQXHTPCDE EaafrP 



SEQ ID 4 



EGKTQIMYKJIEPKICREDLTDAIRLPPSGEKKDCPPCNP 
EGKTQIMYKWIEPKrCREDLrDAI.RI»PPSGEKKDCPPCNP EggE 



SEQ ID 4 



GFYNNGSSSCHFCPPGTFSDGTKECRPCPAGTEPALGFEY 
GFYNNGSSSCHPCPPGTFSDGTKECRPCPAGTEPALGFE YES 



SEQ ID 4 



KJWUVIiPGKMKT S C F N V G U SKCDGHNGWEVAGDHIQSGAG 
K WWHVL P G N M K IS CFKVGNSKCDG MNGffEVA GDHIQSGA GE5E 



SEQ ID 4 



G S 0 N D Y 1 1 L N L H I P G F K P P T S M T G AT G S E L G R I T F V F E I L 
GSDNDYLILlLHIPGFKPPTSMTGATGSELGRITFYFEn E35E 



FIG. 7 A 
























SEQ ID 4 



C S A BCVIJ FBVD TURKS TffWE S WGGTKEKQA Y T H X X FKN 



ATFIFTW 

ATFTFTwl 


A F Q 
G I P 


R 

R 









599 ASSCRACALGSEQSGSSCVPCPPGHIIEKSTNQCKECPPD SEQ ID 4 
459 



639 

ks9 



TYLSIHQVyGKEACIPCGPGSKNNQDHSVCiSDCFFYHEK SEQ ID 4 




679 

^59 



ENQILHYDFSNLSSVG Sfi M N 

I Q 



SFTSKGTKYFHFFNISLC SEQ ID 4 




719 GHEGKKMALCTNNITDFTVKEIVAGSDDYTNLVGAFVCQS SEQ ID 4 
464 



W 759 
0 464 



TIIPSESKGFRAALSSQSIILADTFIGVTVExTLKNINIK SEQ ID 4 



799 EDMFPVPTSQIPDVHFFYKSSTATTSCINGRSTAVKMRCN SEQ ID 4 
464 



839 PTKSGAGVISVPSKCPAGTCDGCTFYFLWESAEACPLCTE SEQ ID 4 
464 



879 HDFHEIEGACKRGFQETLYVWNEPKWCIKGISLPEKKLAT SEQ ID 4 
464 



9X9 CETVDFWLKVGAGVGAFTAVLLVALTCYFWKKNQKLEYKY SEQ ID 4 
464 



959 SKLVMTTKSKECELPAADSCAIMEGEDNEEEVVYSNKQSL SEQ ID 4 
464 



999 LGKLKSLATKEKEDHFESVQLKTSRSPNI . 
464 R 



SEQ ID 4 
SEC1Q 



Decoration ‘ Decoration #1 ’ : Shade (with solid black) residues that match the consensus 
named 'Consensus #1' exactly. 

FIG. 7B 


















